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Steps in the workflow that affect ‘accuracy’

DNA Isolation
Library Prep
Sequencing
Data Analysis

https://www.illumina.com/science/technology/next-generation-sequencing/beginners/ngs-workflow.html

https://www.illumina.com/science/education/sequencing-workflow-accuracy.html
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Sequencing SARS-CoV-2
ASSOCIATION OF PUBLIC HEALTH LABORATORIES Recommendations

Currently, efforts are underway to improve the coordination of 
genomic sequencing of SARS-CoV-2 in the US. Next generation 
sequencing (NGS) is a tool commonly used in public health 
surveillance and outbreak response. There are currently multiple 
efforts in public and private sectors to sequence SARS-CoV-2 
genomes, but they are not yet well coordinated. This includes 
increasing the amount of sequencing performed in state and 
local public health laboratories. Currently, laboratories are using 
different sequencing strategies and protocols, including but not 
limited to differences in sample selection, library preparation and 
sequencing platforms, bioinformatics workflows, and data 
interpretation, which are leading to inconsistent data quality 
standards and biases among SARS-CoV-2 sequences generated by 
public health laboratories in public databases

https://www.aphl.org/programs/preparedness/Crisis-Management/Documents/APHL-SARS-CoV-2-Sequencing.pdf



Available SARS-CoV-2 Reference Strains



Open Questions
(Not in a particular order)

• Optimal conditions/protocols to balance “speed, correct, cost”
• Protocol and workflow to fit purpose / scientific question
• Published standards so that data can be compared and harmonized
• Obtain high-quality data for SARS-CoV-2
• Be prepared for future viral (or bacterial?) pathogens


